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Institut für Klinische Molekularbiologie 
Christian-Albrechts-Universität Kiel 
Zentrum für Molekulare Biowissenschaften  
Am Botanischen Garten 11 
24118 Kiel 
 

 

A. Terms of cooperation 

We provide sequencing of your samples without additional charge of personnel costs in the 
form of a scientific collaboration. We also make no financial profit with this service at all. To 
sustain this platform, we therefore ask you to add the following acknowledgement to future 
publications when Sanger data generated at the IKMB is included: 

"We thank the Institute of Clinical Molecular Biology in Kiel for providing Sanger sequencing 
as supported in part by the DFG Cluster of Excellence “Inflammation at Interfaces” and 
"Future Ocean". We thank the technicians T. Naujoks and C. Noack for technical support." 

Please inform us whenever a paper including data generated on our platform is published. 
Please also forward this message to other members of your group working together with 
our sequencing platform. 

Thank you in advance! 

 

Don't hesitate to contact us should you require further information. 
 
Contact: 
 
Platform leader: 
Dr. Sören Franzenburg 0431-500 15156 franzenburg@ikmb.uni-kiel.de 
 
Laboratory assistants:    
Tanja Naujoks  0431-500 15185 seq_ta@ikmb.uni-kiel.de 
Christopher Noack 
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B. Sequencing of PCR products 

What you do: 

1. Preparation of a PCR product 

2. Delivery of samples and primers 

Please bring 25 µl of the PCR reaction as well as the primers (3,2 µM) Wednesdays until 3 
P.M. to the address shown above, room 2.017-1 on the second floor of the ZMB. 
The PCR reaction should be delivered in a sufficient amount and concentration either in a 
96-well PCR-plate or strips of 8 samples. Please pipet the samples column-wise (8 samples 
per column). For further information on the primers see 2.2. 

If you bring us full 96 well plates please leave the wells G12 and H12 empty for our 
positive and negative controls! 
 

3. Fill out, print and email the excel order-sheet 

Please fill out and print and sign the first page of the Sanger order form available on our 
homepage and bring it along with the samples. 
Fill in the sample names in the sample sheet of the order form, please do not use any 
special characters like .,äöü&$”=()/ß#*+ and so on, otherwise we will have to rename 
the samples as “sample + consecutive number”. Do not use more than 30 characters! 
For all PCR products to be sequenced we also require a gel image, either printed and 
enclosed with the samples or in digital form along with the emailed order form. 
Email us the order form at seq_ta@ikmb.uni-kiel.de 

 

What we do: 

4. Purification of PCR products 

For this purification step we need 8µl of your PCR product. This step is performed in a total 
volume of 10µl. Since we use 2µl of the purified product for the sequencing reaction, we 
can apply up to 4 primers per reaction. 

5. Sequencing reaction 

We use 1µl of the primer with a concentration of 3,2 µM per sample. We therefore ask you 
to previously adjust your primers to this concentration. 
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Since some additional reactions are sometimes inevitable, please always enclose a higher 
volume of the primer than you actually have samples. Please use 1.5ml tubes for the 
primers. 

For more than four different primers per plate not arranged vertically, we ask you to 
produce a “primer plate”, where the primers are in the same positions as the according 
PCR product, so that we can transfer this directly. In this case we need 5µl of each primer 
per sample. 

6. Additional purification 

7. Sequencing 

8. Email the results 



 
 

4/4 

C. Plasmid sequencing 

What you do: 

1. Isolation of plasmids 

2. Delivery of samples and primers 

Please bring the plasmids as well as the primers Wednesdays until 3 P.M. to the address 
shown above, to room 2.017-1 on the second floor of the ZMB. 
 
The plasmid should have a concentration of  100 ng/µl, 3µl thereof in a 96-well PCR-plate 
or in strips of 8 samples. Please pipet the samples column-wise (8 samples per column). 

We use 1µl of the primer with a concentration of 4,8 µM per sample. We therefore ask you 
to previously adjust your primers to this concentration and directly add them to the plasmid. 
If you bring us full 96 well plates please leave the wells G12 and H12 empty for our 
positive and negative controls! 
 

3. Fill out, print and email the excel order-sheet 

Please fill out and print and sign the first page of the Sanger order form available on our 
homepage and bring it along with the samples. 

Fill in the sample names in the sample sheet of the order form, please do not use any 
special characters, otherwise we will have to rename the samples as “sample + consecutive 
number”. For all plasmids we also require the specification of the measured OD value. 

Email us the order form at seq_ta@ikmb.uni-kiel.de 

 

What we do: 

4. Sequencing reaction 

5. Purification 

6. Sequencing 

7. Email the results 

 


